A G C C G G C A T T A C G A T G C G

5’ Chain B Chain C

file

Key 3 Backbone sugar and base-number

P Phosphate group

* Residue/water on plot more than once

Hydrogen bond to DNA Nonbonded contact to DNA (< 3.35A) W 88 Water molecule and number

Thr552(A)

NZ Lys532(A) NZ

OG Ser530(A) OG

Ser585(A) W 105(B)_W 109(B)

Lys551(A)

W 107(B)

Ser555(A) Thr556(A) N, OG1

N, OG1OG1

W 101(C) N Glu620(A)

N_W

112(C) Thr619(A)

Lys582(A) NZNZ

Ala558(A) N Arg578(A) NH1NH1_W 101(B) Ser618(A) ND2 Asn622(A) ND2 OG Ser617(A)

OG_W

107(C) W 104(B) Tyr587(A) Asn625(A)*

W 106(B)_W 110(B)

Gln579(A) O

W 103(C)

W 105(C) N Gln612(A) N Thr611(A) W 103(B) Asn625(A)* Ile626(A) W 108(B)

Ile628(A) N Arg629(A) N, NH1

N, NH1NH1

Arg615(A)* NH1NH1 Gln624(A)* O

W 111(C) Gln797(A)*

W 108(C)_{NH2, NH1 Arg771(A)}

NH2, NH1

NH2, W 106(C) W 109(C)

W 1064(A)

NH1 Arg615(A)* NH1 O Gln624(A)* O ND2 Asn793(A) ND2 OG1 Thr794(A) OG1

Asp830(A) Dpo901(A) Dgt902(A)* O1AO1A

Ca903(A) C429(B)* N W 1008(A)

Dgt902(A)* O1AO1A

O2 C429(B)*

O2_W

110(C) Gln797(A)*NE Arg789(A) NE_W

104(C) W 102(C) O Phe786(A) O

13 P 1 12 P 2 P 11 P 3 P 10 P 4 P 9 P 5 P 8 P 6 P 7 P 7 P 6 P 8 P 5 P

P 4 P

Page 1

G C A

Chain B Chain C

5’

file

Key 3 Backbone sugar and base-number

P Phosphate group

* Residue/water on plot more than once

Hydrogen bond to DNA Nonbonded contact to DNA (< 3.35A) W 88 Water molecule and number

Glu658(A) Tyr714(A)*_W 1062(A)

Dgt902(A)* N7N7

W 113(C) O6, N1 Dgt902(A)*

O6, N1 O6, Tyr714(A)*

OG Ser717(A) OG Gly720(A)

10 3 P 2 P

Page 2

A G C C G G C A T T A C G A T G C G

5’ Chain E Chain F

file

Key 3 Backbone sugar and base-number

P Phosphate group

* Residue/water on plot more than once

Hydrogen bond to DNA Nonbonded contact to DNA (< 3.35A) W 88 Water molecule and number

Pro531(D) Lys532(D) Thr552(D)

OG Ser530(D) OG

Thr586(D)

W 103(F)

Ser555(D) OGOG Thr556(D) N

W 106(F)

N Glu620(D)

N_W

102(F)

Lys582(D) NZNZ

Ala558(D) N Arg578(D) NH1NH1 Ser618(D) ND2 Asn622(D) ND2 Leu610(D) OG Ser617(D) OG Tyr587(D) Asn625(D) ND2ND2

Arg629(D)* NH1, NH2

NH1, NH2NH2_W 102(E)_W 103(E) W 104(F)

Thr611(D) N Gln612(D) N Ile626(D) W 1032(D)

Ile628(D) N Arg629(D)* N, NH1

N, NH1NH1

Gln624(D) O His829(D) NE2NE2

W 105(F)

NH1 Arg771(D) NH1 NH1 Arg615(D) NH1

C429(E)* N Lys706(D) NZNZ

Asp830(D) Dpo901(D) Dgt902(D)* O1AO1A

Ca903(D)

O2 C429(E)* O2 NE Arg789(D)

NE_W

101(F) O Phe786(D) O

13 P 1 12 P 2 P 11 P 3 P 10 P 4 P 9 P 5 P 8 P 6 P 7 P 7 P 6 P 8 P 5 P

P 4 P

Page 3

G C A C

Chain E Chain F

5’

file

Key 3 Backbone sugar and base-number

P Phosphate group

* Residue/water on plot more than once

Hydrogen bond to DNA Nonbonded contact to DNA (< 3.35A) W 88 Water molecule and number

Glu658(D)* W 1039(D)

Asn793(D) ND2ND2 Gln797(D) NE2NE2 Dgt902(D)* N3N3

Ile716(D) N1, N2 Dgt902(D)*

N1, N2 N1, O6 Dgt902(D)* O6 OG, N Ser717(D)

OG, N OG, 10 3 P 2 P

Page 4