Page 1

Chain Q Chain R

Asp248(N)
11e143(1) =======-
aysay 3= A [ clusa)
ST HEC S o SU— o Lyt

Gln148(lgly‘é;a’);
GIn148(1)* =233* o G C GIn158(1)

Ser50(A) G C @

Lys47(A) ======--

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)
(P) Phosphate group

i 88 Water molecule and number
* Residue/water on plot morethan once



Page 2

Chain Q ChanR

argzaEy = Ji- (O (5 <

Arg231(D)* --------

Thr31(E)
- | — A<
19- C— G <&
Arg231(A)*
- C— G<E
Arg231(A)* G — C (4]
19-G— C<E
-7 A<
His233(A) -==:::-- : :
1 1
Key
@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)
@ Phosphate group 88 Water molecule and number

* Residue/water on plot morethan once



Page 3

Chain Q ChanR

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once

file



Chain S

ASP248(F) - - - C
[lel43(A) =====:--
Gly54(A)* ------ e T
Args3(A) --.__
Gly54(A)* (F)
G|n148(A8|y-5;17(A)* ;:::;; G
GIn148(A)* 2::%%",
Ser55(A) -
5-C
Ar9155(A) SIIIoco ,;G
- A
Ser50(1) - - - G
Lysa7(l) ======-

@ Backbone sugar and base-number

(P) Phosphate group
* Residue/water on plot morethan once

Page 4

ChanT

Glul54(A)*

NZ Lys161(A)

GIn158(A)

Hydrogen bond to DNA
Nonbonded contact to DNA (< 3.35A)
Water molecule and number



Page 5

Chain S Chain T

Arg231(L)*
Arg231(L)* --------
Thr31(M)
Arg231(1)*
Arg231(1)*
His233(1) -=:==---

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphate Rl 88 Water molecule and number
* Residue/water on plot morethan once



Page 6

Chain S Chain T

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once

file



