Chain G

468(G)

Na1003(H)*
Nal004(H)*

274(G)

Nal1003(H)*

255(G)

Na1002(H)*
Lys105(A) NZ
260(G)
Tyr142(A)* OH
Nal001(G)*

Asn139(A) ND2
281(G)

169(G)
231(G)
416(G)

500(H)*

215(G)
481(G)

Key

@ Backbone sugar and base-number

(P) Phosphate group
* Residue/water on plot morethan once

Page 1

ChainH

267(H)
501(H)*

283(H)
Na1004(H)*

501(H)*

265(H)
447(H)

443(H)

161(H)
266(H)

473(H)
Na1004(H)*

124(H)*

124(H)*
Na1002(H)*

278(H)

Nal001(G)*
Nal1002(H )*

362(H)

Hydrogen bond to DNA
Nonbonded contact to DNA (< 3.35A)
Water molecule and number



Nal001(G)*
Tyr142(A)* OH -1146(A)

BAB(G) (1
441(G)
380(G)

Nal001(G)*

489(G)*

Na1002(H)*

350(G)
Na1004(H)*

Key

@ Backbone sugar and base-number

(P) Phosphate group
* Residue/water on plot morethan once

file
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ChainH

500(H)*
Nal001(G)*
332(H)
498(H)

) 448(H)
Na1002(H)*

Nal003(H)*

489(G)*

Na1004(H)*

Hydrogen bond to DNA
Nonbonded contact to DNA (< 3.35A)
Water molecule and number



Argl4@§B98wE~—:;2§_9f_E? ,,,,,,,,,
68(D)* (/- _
ASN137(B) ND2 ~88(D) (1~
Lys145(B) NZ -

Key

@ Backbone sugar and base-number

(P) Phosphate group

Page 3

Chain D

Tyri03(A)OH ..,
Asnl DG 1020(A) (2
Arg274(A)* NH2 -7
157(D)
159(D) (1
483(D) ( ySTIA) NZ -
Asp225(A) OD2, OD1 -
94(D)

156(D)
Asp223(A)* OD1 ---1088(A)

252(D) (W)
Thr62(A)
Asp223(A)* OD2

Arg274(A)* NE

Thr67(A) O ~1253(A)

Ser291(A)
His202(A)* NE2 -
Tyr293(A)
227(D) (-

506(D) -
Tyr134(8)

His202(A)* N - 327(D)*

505(D)*

217(D)*
His292(A)* N -327(D)*

Lys66(A) NZ

372(D)
505(D)*

341(D)

Tyr72(A) OH

SO0 —
Glu45(B) OE1, OE2 :::::
Leus1(B) - -

153(D) (

Glu45(B) OE1 -..

Thr240(A) - -
QTR e, 500
233(D) (e
Tyr239(A)* O -
Leu260(A)* N -

* Residue/water on plot morethan once

file

Hydrogen bond to DNA
Nonbonded contact to DNA (< 3.35A)
Water molecule and number



Page 4

Chain D

34(D)

Lys261(A) NZ .
250(D) ——
300(D) (W i36(D)
27(D)*
Pro64(A)
217(D)*

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once

file



