Chain G

468(G)

Nal003(G)*
Nal004(H)*

275(G)
Nal1003(G)*

255(G)

Na1002(H)*

260(G)
Nal001(G)*

Asn139(A) --------

Nal001(G)*

169(G)
231(G)

500(G)
215(G)
276(G)
481(G)

Key

@ Backbone sugar and base-number

(P) Phosphate group 88
* Residue/water on plot morethan once

Page 1

ChainH

267(H)
501(H)*

501(H)*
283(H)
Nal004(H)*

501(H)*

447(H)

161(H)
266(H)

473(H)
Na1004(H)*

280(H)

277(H)*
Na1003(G)*

277(H)*

124(H)
Na1003(G)*
Nal002(H)*
278(H)

Nal001(G)*
Nal1002(H )*

Hydrogen bond to DNA
Nonbonded contact to DNA (< 3.35A)
Water molecule and number
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Chain G ChainH

Nal001(G)*
Tyr142(A) OH --180(G)

441(G)
380(G) (1
Nal1001(G)* Ngj:.LgC()T()G)*
489(G) (W)wrB) (P 332(H)
Nal1002(H)* ) N214§(()|;()H )"
451(G) (- ;
e o
350(G .
Na100(4(|2I)* Na1004(H)

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once

file



Chain D
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Arg274(A)* NH2 ----

483(D) (1))
LTI N2 Q)i N
109Dy (13- :::::G
156(D) (1 )orrrrrrrrofflmmomgrrrr
257/ (D) (e
Asp223(A) OD2, OD1 i Ngssos
Arg274(A)* NE . -5
Ser275(A) ----- S
Thre7(A) O ~2260(A) (W s
241(D) (1)-- ) N

His292(A)* NEZ --
427(D) ()=

505(D) (- (By
217(D)* (W) Y\
HIS292(A)* N ~1240(A) (o f 2/ T
LYSBO(A) NZ v
217(D)* (W) N
372(D) T
Tyr134(B) OH —428(D) (W oo T
341(D) Tz
Glu45(B) 222227525472 % mugen
88(D)* (/)] 8
Arg140(B) NPRel06(B) -
68(D) (1 - g
SO r1oaE) ) 3
Lys145B) ------ G

Key

@ Backbone sugar and base-number

(P) Phosphate group
* Residue/water on plot morethan once

file

Hydrogen bond to DNA
Nonbonded contact to DNA (< 3.35A)
Water molecule and number



