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ChanT Chain P

Arg283(A)*

Leu287(A) -
/.=~ Met236(A)
Arg283(A)* S Asp256(A)*
................................. OH Tyr271(A)
Asn294(A) -
Glu295(A) ===~
o= Thr104(A)
Tyr296(A) ---------- oo Gly105(A)
o 11€106(A)
L ys234(A)*
Gly231(A) “=--_ _.--="Gly107(A)
Glu232(A) -----23=-. .z2222--2- ProlO8(A)
Thr233(A) -----2=°7~ SII70-- Ser109(A)
Lys234(A)* -~~~ TT71: Alall10(A)
Ser229(A)
Lys230(A) ----------
Key
@ Backbone sugar and base-number Hydrogen bond to DNA
@ Phosohatearoun Nonbonded contact to DNA (< 3.35A)
osphategroup 88 Water molecule and number

* Residue/water on plot morethan once
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Chain C Chain D

Arg283(B)*
uCpE%s(B§ N)S ................ ...... A

Ar9283(B)*'5*f¥ G_C ...... "_—_ﬂ-éls—lpszfr(zB?)I(B)

Asn294(B)* -

Asn294(B)* -~ .

Glu295(B)* ==+~ 6 G C e - Thr104(B)
Glu295(B)* ------... ;;;iiiil Gly105(B)
Tyr296(B)* - T 11€106(B)

Lys234(B) NZ Y I\o
TVZ%6®) C—G<E G'y,lf??éle;(B)*
Gly231(B) ... 22 Prowoa®)
Glu232(B) -------:=: FTIisiccc ser109(B)*
Thr233(B) - 77751 Alal10(B)
SerZZQ(B)i:::::: G_ C e
Lys230(B) :-::=:===-(P)  (P)-e Ser 109(B)*
Key
@ Backbone sugar and base-number Hydrogen bond to DNA
—————— Nonbonded contact to DNA (< 3.35A)
@ Phosphate group 88 Water molecule and number

* Residue/water on plot morethan once
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