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Whilst most of the molecular building blocks of biology are served by high-quality reference 

databases, such as UniProtKB, Ensembl and ChEBI, no such central resource exists for 

macromolecular complexes, although there have been various fragmented attempts over 

the years to catalogue these. The IntAct molecular interaction database 

(www.ebi.ac.uk/intact) now includes a new resource, the Complex Portal, through which an 

encyclopaedia of major model organism protein complexes is made available for search, 

viewing and download. Details of complex content, topology and stoichiometry are given, 

along with details of function, physical properties and structural assembly. Consistent 

nomenclature is used throughout the resource, using the Reactome complex naming rules 

as a guideline, and the entries are extensively cross-referenced, for example to the Gene 

Ontology and PDB. Each entry is directly linked to the experimental data from which the 

information is derived or tagged, using ECO evidence codes, in cases when the complex 

has been inferred rather than experimentally identified. This reference resource will be 

maintained and grow to encompass an increasing number of organisms – input from the 

representative model organism communities is welcomed. The data is available in the 

community standard interaction format (PSI-MI XML) and additional download formats can 

be made available, on request. 

• Molecule content – proteins (UniProtKB), 

small molecules (ChEBI), nucleic acids  

• Stoichiometry 

• Topology  

• Consistent nomenclature – and synonyms 

• Free text function and property comments 

• Complex assembly – controlled vocabulary 

• Ligands 

• Disease 

• Structured annotation using GO – parallel 

effort to update existing GO complex hierarchy 

• Cross references to PDB, eMDB, Reactome 

(human), ChEMBL, PubMed…… 

• Links to experimental data plus evidence code 

attribution to assess level of supporting 

evidence for the existence/components of a 

complex 

Curation Priorities 
• Human and mouse 
• Saccharomyces cerevisiae 
• Escherichia coli 

 
Longer Term 
 
• Arabidopsis thaliana 
• Drosophila melanogaster 
• Caenorhabditis elegans 
• Schizosaccharomyces pombe 

 

 

Coming soon 
• Graphics – complex topological views 

auto-generated from XML files 
• Structural views 
• Links to tissue specific expression data 
• Increased content 

 
 

A collaborative effort 
We need your expertise – if you would  
like to contribute to this work, we can offer  
access to the editorial tool, training, QC and 
long term data maintenance.  
Contact intact-help@ebi.ac.uk if interested 

 

www.ebi.ac.uk/intact/complex 
 


