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Introduction
Sequence Format Conversion (SFC) tools help to re-format your input sequences. Sequences can be read and written in a variety of formats. If you 
don't hold your sequence in a recognised standard format, you will not be able to analyse your sequence easily.

 REST Service Description

EMBOSS seqret EMBOSS Seqret reads and writes (returns) sequences.

Important Note

There is currently a limit of 2MB.
We kindly ask all users of EMBL-EBI Web Services to submit tool jobs in  and not to submit batches of no more than 30 at a time
more until the results and processing is complete. Please ensure that a valid email address is provided. Excessive usage of a 
particular resource will be dealt with in accordance with  . Please   if you need further EMBL-EBI's Terms of Use contact us
information.

https://www.ebi.ac.uk/seqdb/confluence/display/JDSAT/Bioinformatics+Tools+FAQ
https://www.ebi.ac.uk/seqdb/confluence/display/JDSAT/References#References-Interproscan
https://www.ebi.ac.uk/seqdb/confluence/pages/viewpage.action?pageId=68166019
https://www.ebi.ac.uk/seqdb/confluence/display/JDSAT/EMBOSS+Seqret+Help+and+Documentation
http://www.ebi.ac.uk/about/terms-of-use
https://www.ebi.ac.uk/support/webservices

	Sequence Format Conversion

