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DAS SpecificationDAS Specification
• Distributed Annotation System (DAS)

– A server system for the sharing of Reference 
Sequences, and their annotations.

• Reference Sequence
– A sequence.

• Annotation - An entity which:
– Is anchored to the reference sequence via a stop and 

start value.
– Possesses an ID unique to the server and a 

structured description of its types, methods, and 
categories.

• Global Annotation:
– Annotation that applies to the entire reference 

sequence; start and stop are void
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Reference SequencesReference Sequences
• Applicable to ContigView;

– Chromosome
– Contig
– Clone

• Applicable to ProtView or GeneView;
– Protein
– Gene (global annotation only)
– cDNA (not yet implemented)
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Dowell, R.D. et al. (2001) “The Distributed Annotation System” BMC Bioinformatics. 2, 7
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Display Display 
3rd party data3rd party data
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Display Display 
Custom tracksCustom tracks
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Display Display 
3D structures3D structures
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Display Display 
3D structures3D structures
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GeneDASGeneDAS
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GeneDASGeneDAS
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Adding custom data to Adding custom data to 
Ensembl DisplaysEnsembl Displays

• Add a new DAS server;
– Switch on pre-configured server,
– Configure a new server,
– Set up your own server (see Ensembl docs),
– ContigView, ProtView and GeneView.

• Use Ensembl DAS server to display your data, 
made accessible via;
– file upload,
– Web page (URL),
– ContigView only at this time.
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Display of uploaded dataDisplay of uploaded data
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URLURL--basedbased

browser position chr2:1-10000
track name=Ensembl_test description="Ensembl 
workshop (BED)" color=000000 
url=http://www.ebi.ac.uk/~xose/ensembl_test.html
2 1000 1100 bed_feature_1 1000 + 
2 2000 2100 bed_feature_2 500 + 
2 3000 3100 bed_feature_2 100 + 
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Display of data via URLDisplay of data via URL
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Display of uploaded dataDisplay of uploaded data
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File UploadFile Upload--basedbased
#<col1>       <col2>       <col3>       <col4>
#<group>      <name>       <type>       <subtype>

Similarity Fake_match_1 homology wublastn
Transcription Fake_tscr_1 transcript exon
Transcription Fake_tscr_1 transcript exon

#<col5> <col6>  <col7> <col8>  <col9>  <col10>
#<chr>  <start> <end>  <strand><phase> <score>

2       4000    4050 +       .       100
2       4200    4300   +       .       100
2       4400    4500 +       .       100
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DAS registryDAS registry

http://das.sanger.ac.uk/registry/
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