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Chain B Chain G
Tyr51(D)* OH -
Arg93(D)* NE
619(B)
Gly36(D)* O ,,,,633(5,(3?2 ProtE0) O
Trp20(D)* NEL ---_ 507(G)
Trp20(D)* NE1 --T¢ Tr p17(D)*
Leu3s(D) - -
Lys38(D)* =
Tyr51(D)* OH -~
Gly36(D)* O ----607(B)* (-~
Pro15(D)* O Trpl7(D)*
Lys38(D)* :======-
e NE2 GIn85(A)*
""""""""""" 510(G)*
_-- NE2 GIn85(A)*
- NH2 Arg93(D)*
: --(1) 510(G)* )
" ciyBr Ay R
610(B) =K 508(G)
A0
LysA5(A) iz=z==== = T sw0ey .
EROE O GI;:lOd(A)*

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once
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Chain B Chain G
I I
I I
.- Gly103(A)*
—_ 505(G)*
{w) 514075984G)*
e D e Ser40(D)
(0 405(D) oG serou(D)
BOA(B) (1 - 505(G)*
622283 ,,,,,,,,,,,,, ,,,,, G - C 514%(33*
BLAB)* (W)@ B 504(G)*
) C . G 505(G)*
514(G)*
614(B)* (VA
Ser40(A) OG ————62210)3) e 513(G)
Gly103(D) z:::- —_— 617(B)*
Arg93(A)* NH2 . B
Ser98(A) OG -~z -==::::: Lys45(D)
612(B) (" 1e86(D)* - . )
o Ji= (5 — (C el 617(8)"
GINBS(D)* NEZ )
Arg93(A)* NH2 "
l1e86(D)* - - - iy ( — (5 <7 502(G)
GING5(D)* NE2 -
ASPBA(D) OD1 ~621(B) (W)
(P)
Q- 521(G)*

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once
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ChanB Chain G

,,,,,,,,,,,,, 506(G)

PEELLEEE Ly338(A)*
"""""""""" 521(G)*

,,,,,,,,,,,,, O Prol15(A)

R 516(G) ---- O Gly36(A)

Key

@ Backbone sugar and base-number Hydrogen bond to DNA

ffffff Nonbonded contact to DNA (< 3.35A)
(P) Phosphate group 88

* Residue/water on plot morethan once

Water molecule and number

file



