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Chain C Chain D

M et972(A) M et926(A)

Lys983(A) NZ
His927(A) ND1

Trpl003(A) --------

Vall004A) N ~mee®) (B OG1 Thr413(A)

OE1 GIn415(A)

- Asn364(A)*

fooo--- - Lys365(A)
552 Val366(A)

Asn364(A)*

————————————————————— N Ala757(A)

Alad52(A)

,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,, N Gly756(A)
Glu4s1(A) O TTTEEIC valT91(A)*

-=-= Lys726(A)
-~ Val791(A)*

e N Arg728(A)

7Tt Ser761(A)

Asn812(A) --------¢) (P} Arg605(A)

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once
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Chain C ChainD

GIn580(A) NE2

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once

file
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Chain E Chain F

Met972(B)
LYS983(B) NZ -+

His927(B) M et926(B)

Asn419(B)
———————— Thr413(B)

GIn415(B)

- Asn364(B)*
- Lys365(B)
32775 Val366(B)
- NE2 GIn768(B)

Asn364(B)*

.- Gly756(B)
-~ Ala757(B)

Alad52(B)

__.--==" 1le755(B)
TTEEEii: val791(B)*
--- Lys726(B)

- Val791(B)*
..................... N Arg728(B)
- Ser760(B)

Lys450(B) --------

Asn812(B)
,,,,,,,,,,,,,,,,,,,,, OG Ser761(B)
Val810(B) OE2 Glu579(B)

———————— Lys1001(B)

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once
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Chain E Chain F

GIn576(B) OE1 OE1 GIn580(B)*

GIn580(B)* NE2

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once

file



