
G C

G C

C G

A T

C G

T A

G C

A T

T A

C G

5’

Chain P Chain T
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Key
3 Backbone sugar and base-number

P Phosphate group

* Residue/water on plot more than once

Hydrogen bond to DNA
Nonbonded contact to DNA (< 3.35A)

W88 Water molecule and number

W201(P)

W224(P)

W 118(T)

W226(P)

W232(P)

Lys340(A) NZNZ

Thr302(A) N, OG1N, OG1OG1
W606(A)His286(A) NE2NE2

W 123(T)

W207(P)

Arg299(A)
Gly300(A) NN

W 121(T)

Ala221(A) 
NZ Lys222(A) NZ

Ser298(A) NN
W231(P)

W202(P)Ile296(A) OO
Ser298(A) OGOG

W 114(T)
W 130(T)*

NH2 Arg241(A) NH2
W221(P)
W218(P)

 Ca401(A)
NH1 Arg337(A)* NH1
W 130(T)*

W 110(T)
W 115(T) O Ala102(A) O

1 19

P

2

P

18

P

3

P

17

P

4

P

16

P

5

P

15

P

6

P

14

P

7

P

13

P

8

P

12

P

9

P

11

P

10

P

10

P

Page 1



T

G C

G C

G C

C G

C

A

T
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file

Key
3 Backbone sugar and base-number

P Phosphate group

* Residue/water on plot more than once

Hydrogen bond to DNA
Nonbonded contact to DNA (< 3.35A)

W88 Water molecule and number

W 117(T)
W 126(T)

N Lys244(A) N
N Ser245(A) N

W205(P)*
W213(P)
W214(P)*
W223(P)

W 111(T)
NH2 Arg243(A) NH2
Gly247(A) 
W 101(T)
W 120(T)

NE Arg337(A)* NE
NZ Lys276(A) NZW214(P)*

W219(P)
W222(P)

W225(P)
Gly188(A)

W228(P)Ser189(A) NN
W 129(T)

Arg248(A) 

W106(T)*
W206(P)

W203(P)

W 112(T)
OG1 Thr251(A) OG1
W 103(T)
W 102(T)
W 113(T)

NZ Lys78(A) NZ

O Ile249(A) O
O Tyr33(A) O
O Ser34(A)* O

W205(P)*
W220(P)

Ser103(A) OGOG
W216(P)

 Ca403(A) N3, N4 Dcp404(A) N3, N4N3,
O2 Dcp404(A) O2
W 106(T)*
W 131(T) OG Ser34(A)* OG

NH2 Arg332(A) NH2
NH2 Arg333(A)* NH2

Glu106(A) OE2OE2
Tyr108(A) OHOH

Leu294(A) 
W 565(A)

W 122(T)

NH2 Arg333(A)* NH2

NE2, OE1 Gln66(A) NE2, OE1NE2,

9

P

11

P

8

P

12

P

7

P

13

P

6

P

14

P

5

P

4

P

3

P

2
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