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Key
3 Backbone sugar and base-number

P Phosphate group

* Residue/water on plot more than once

Hydrogen bond to DNA
Nonbonded contact to DNA (< 3.35A)

W88 Water molecule and number

Gly327(A) NN

Ser62(A)

Gln38(A) NE2NE2
Dtp501(P)* N1, N6N1, N6N6

W 771(A)
Asp115(A)* 
W 103(P)Asp13(A) 

W 101(P)
Asp115(A)* 
O2A Dtp501(P)* O2A
 Mg503(A)* 
 Ca504(A) 
 Mg505(A) 
W 601(A)

N3 Dtp501(P)* N3

O1A Dtp501(P)* O1A

Tyr39(A) OHOH
Asn324(A) NN

W668(A)

W642(A)

W688(A)

Ser322(A)* OGOG
Lys323(A) NZNZ

Asn324(A) OO
Ser322(A)* OO W 110(P)*

W 111(P)
 Mg503(A)* Lys86(A) NZNZ

Arg93(A) NH2NH2
Ser322(A)* NN

W640(A)Leu89(A) NN
Glu347(A) OE2OE2

W 110(P)*
N Ser257(A)* N
N Gly259(A) N
W 104(P)
W 115(P)
W 102(P) O Arg253(A) O

W111(T)*

Gly320(A) NN
W108(T)
W115(T)

W 107(P)
N Lys261(A) N
W 108(P)
W 114(P)
Leu262(A) 

W 606(A) O Ser257(A)* O
N Gly260(A) N

W106(T)
W111(T)*

W101(T)
W104(T)

Lys317(A)* NN
Thr318(A) OG1OG1

Pro316(A)

W 105(P)
W102(T)

Lys317(A)* NZNZ
Arg313(A)

Arg377(A) 

W112(T)

W103(T)

W 113(P)

N Arg382(A) N
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Key
3 Backbone sugar and base-number

P Phosphate group

* Residue/water on plot more than once

Hydrogen bond to DNA
Nonbonded contact to DNA (< 3.35A)

W88 Water molecule and number

W109(T) W 117(P)

W107(T)
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