A T G C G C A T C G C G G T C

5’ Chain P Chain T

5’

file

Key 3 Backbone sugar and base-number

P Phosphate group

* Residue/water on plot more than once

Hydrogen bond to DNA Nonbonded contact to DNA (< 3.35A) W 88 Water molecule and number

Gln361(A) N Arg360(A)_W 639(A)

Gln361(A) O W 607(T)

W 114(P)

Ser359(A) N

W 606(T)

N Gln300(A) N OG Ser301(A)*

OG_W

603(T) W 608(T)

Gly243(A)* Thr246(A) N, OG1

N, OG1OG1 W 602(T) W 620(T)_{OG, N Ser303(A)}

OG, N OG, NH2 Arg331(A) NH2 W 862(A) W 615(T)

O2 Gol501(T)* O2 OG Ser301(A)* OG O Ser301(A)* O W 107(P)_W 601(T)

W 104(P) Gly241(A) N W 110(P) Gly243(A)* Ca504(A) W 113(P)

Doc7(P)* OP2OP2

O2 Gol501(T)*

O2_W

617(T)_{N Glu305(A)*} N O1 Gol505(A) O1 W 852(A)

W 762(A)

N Leu99(A) N O1 Gol505(A) O1 NH1 Arg103(A) NH1 O2, N3 Doc7(P)*

O2, N3 O2, N4 Doc7(P)* N4 O1 Gol501(T)* O1 W 619(T) Dtp501(A)* W 841(A) NZ Lys60(A)

NZ_W

861(A) Ser307(A)* W 618(T)

OH Tyr39(A) OH

O Glu305(A)* O Dtp501(A)* W 610(T)

Tyr61(A) W 609(T) Ser307(A)*

OE1 Gln59(A) OE1

1 11 P 2 P 10 P 3 P 9 P 4 P 8 P 5 P 7 P 6 P 6 P 5 P 4 P 3

Page 1