Chain C

Phe208(A) -~~~

Leu347(A) IIIZIzC
Hisl83(A) -~ . __
Ser209(A) ----I:--
Thr210(A) N - I
Ser 216(A) ARBOZI5(A)* - - - - -\~ < - - -
Glu207(A) - - - - - - _
Asn348(A) -~ ==
Leull3(A) Nhe3s1(A) =~
Arg3S0fhaIB(A) -
Gly218(A) O -]
RIt397(A)* -----/-=F---
Argll4(A) NE -l
Proll5(A)* ---—"

Ly5219(A) —ZZ=====
Arg222(A) NE, NH2

Ser258(A) OG -

Arg229(A) NH2 -

Key

@ Backbone sugar and base-number

(P) Phosphate group
* Residue/water on plot morethan once
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Chain D

RIt397(A)*

———————— Lys228(A)

Glu221(A)
Ser 225(A)
RIt397(A)*

Hydrogen bond to DNA
Nonbonded contact to DNA (< 3.35A)
Water molecule and number
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Chain C ChainD

NZ Lys262(A)

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once
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