Page 1

Chain B Chain C

Phel62(A) -\
Ly3164(A)* Sss=osk —
ASp165(A) cCcocoo oo

Alal16(A) --------

Lys164(A)* -----
Thr115(A) OG1 —_
Argl128(A) NH2 ——i

507(8)* Giy299(A)

544(B)*
Arglo3(A) NH 1 -z
LG ) N ) Se—— Lys387(A)
Ser301(A)* -~
BAAB)* (1 L eu386(A)
Leul08(A) -- -
Aspl09(A) ==
HiSZO41A% EE
Gly216(A)* ==- .\
Cys217(A) O —B19(B)
L T G N () S— NZ Lys423(A)
ASN218(A)* == -- Ser426(A)
so-zzz==7 —— N Argd16(A
Am2IBA) =R D 517(65 Oa1 T hiato)

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once

file



