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Chain C Chain D

SerB72(A) - -

Dtp1222(A) - - = T

DOCZl(D)* N4, N3 =Y o\
Argd24(A) ------ : s
Leub22(A)* - - __

Arge23(A)* 227777
Leub22(A)* =
Arg623(A)*

AspA70(R) ==

Gly621(A) O - 32=.

LeuB22(A)* z2222%°%

Arge2Pa5T6(A)* ==,

Leu620(A) -----* we2z2: LysS31(A)*
Leu622(A)* -~
Argd73(A) NE, NH2 s ==zz::2:: LysE31(A)*
Ala576(A)* Zzzz:s ==z::2- Alad99(A)
.- Lys501(A)
TTTo--- Ala502(A)
Ser573(A) OG -reeeeeeeeeeoees
His571(A) =======-
Lys233(A) NZ
Args570(A) NH1 7"
Arg509(A)* -====-
Arg509(A)* izzzz:s-
Arg509(A)* ------

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once
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Chain C ChainD

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphate Rl 88 Water molecule and number
* Residue/water on plot morethan once

file
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Chain E Chain F

Ser672(B) - - -
Dtp1222(B)

Doc21(F)* 02

Arg623(By* --------

Leu622(B)* =---. )
Arge23(B)* -
Asp470(B) - - -’
Gly621(B) O - lro ..

Leu622(B)* ===2:%%
Argé23(B)* :=-~

Ala576(B)*
Argd73(B) NE, NH2 s NZ Lys531(B)

Ala576(B)* zzzz=-

Ser573(B) OG -

Lys233(B) --._ i
Asp506(B) ’:”_:;:5

2223

Key

@ Backbone sugar and base-number Hydrogen bond to DNA

ffffff Nonbonded contact to DNA (< 3.35A)
(P) Phosphate group 88

* Residue/water on plot morethan once

Water molecule and number
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Chain E Chain F

Arg933(B) NH1, NH2

Glu927(B)

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphate Rl 88 Water molecule and number
* Residue/water on plot morethan once

file



