C G A T G C G C T A C G A T T A T A A

5’ Chain C Chain D

file

Key 3 Backbone sugar and base-number P Phosphate group

* Residue/water on plot more than once

Hydrogen bond to DNA Nonbonded contact to DNA (< 3.35A) W 88 Water molecule and number

Lys145(A)*

Lys145(A)*

W 833(D) W 737(D)*

Lys145(A)* His146(A) Tyr147(A) W 737(D)*

Lys156(A) W 834(C)

Arg164(A) NH1, NH2

NH1, NH2NH2 Glu153(A)

W 741(D) W 836(C) W 756(A) NZ Lys160(A) NZ

Arg161(A)*

Arg184(A) W 747(C) Arg161(A)*

W 623(D) Arg161(A)* W 814(D) W 788(A) ND2 Asn185(A) ND2 NH1 Arg191(A) NH1 W 625(C)*

W 625(C)*^W 626(D) W 770(D)

W 634(C) 5iu511(C)* O3’O3’_W 638(C)_W 795(B)

Tyr313(B)* O

O4, N3 5iu511(C)*

O4, N3 O4, ND2 Asn391(B) ND2 W 683(D) O Ile388(B) O NZ Lys394(B) NZ

502 538

P

503

P

537

P

504

P

536

P

505

P

535

P

506

P

534

P

507

P

533

P

508

P

532

P

509

P

531

P

510

P

530

P

P

529

P

Page 1

C G A T G C G C T A C G A T G C

Chain C Chain D

5’

file

Key 3 Backbone sugar and base-number

P Phosphate group

* Residue/water on plot more than once

Hydrogen bond to DNA Nonbonded contact to DNA (< 3.35A) W 88 Water molecule and number

W 616(C)_W 779(C)^W 689(D)

Arg392(B) W 705(C) Lys384(B)*

Tyr315(B)* N W 799(C) W 603(C)

Tyr315(B)* N Arg316(B) N His314(B) ND1ND1

Lys324(B) NZNZ Lys384(B)*_W

602(C)

Tyr315(B)* OHOH Leu376(B)_W 604(C)

Tyr315(B)* OHOH

Gln332(B) NE2NE2

W 615(D) W 829(C)

Arg381(B) NH1NH1 Arg385(B) NH1NH1_W 618(C) OE1 Glu321(B) OE1 W 608(D)

W 672(D) W 802(D) W 827(D) W 828(D) N Gly322(B) N NH2 Arg329(B)* NH2 W 606(D)

NH2, NE Arg354(B)

NH2, NE

NH2,

NH2 Arg328(B) NH2 W 707(C)

NH1 Arg329(B)* NH1 Gln358(B) W 650(D)

W 809(B) ND2 Asn355(B) ND2 NH1 Arg361(B) NH1 W 723(C)

W 803(D) W 832(D) NZ Lys333(B) NZ

512 528

P

513

P

527

P

514

P

526

P

515

P

525

P

516

P

524

P

517

P

523

P

518

P

522

P

519

P

521

Page 2