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Chain B

Ly327(A) Sooooso
Phe35(A) ------ |

Phe593(A) - -
Ar9632(A) sssssg)l

Ser637(A) -

Thré35(A) -

HislO3(A)* ====----
ASplOZ(A) TIIINLA i
His103(A)* ------ _
Argl67(A) ----- /-~ --

ArgBA3(A) NHL -

Phed74(A)* -----:
Arg536(A) ------ ,

Argde9(A)* --------

Phe358(A)*
ATGAGIA)"
Ser473(A) O
Phed74(A)* --~ -
Alad75(A) N~

HiSABA(A) NE2

Arg382(A) NH2 )
GIu390(A) OE2 7,

Tyrd492(A) OH --reeoeeeeeeees

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once
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Chain B

Asp363(A)
Thr496(A) OG1 ..

Met393(A) - - - T

Asp210(A) OD1 -,

Thra96(A) O ~29018) \isisay on

A20L(A) - T

Ser202(A) N -,
Ser202(A) G -32002(B) (1)~

AFRBAGN
Arg500(A) NE, NH2 =

ML)
Glus42(A)

,,,,,,,,,,,,,,, Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)
88 Water molecule and number

* Residue/water on plot morethan once
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