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Chain E ChanF

Trp574(A)
Ser360(A) OG
Pro361(A) ---—
3dr3(E)* iz:=:-. —ff----- Phe282(A)
Asp275(A) ----- == .- Asn564(A)
3dr3(E)* iz222e:=---
77777777777777 125(F)
====-:-2:Met728(A)
77777777777777 119(F)
"""""" ~(w) 124(F)
Gly393@A) --—------¢®¢ (P 116(F)
Lys706(A) -----
37O(E) """""""""""" 1125(:A).‘ oG Ser736( A)
Glu398(A) OE2 —#73(E) (W vz 120(F)
Glu398(A) OE1 —454(E) (w -7 ST Ser784(A)*
-~ Ser784(A)*
Arg707(A) -------- 2272222 Asn786(A)
T NE2 HisB04(A)
LyS874(A)* O ~979(A) (1 j--rrreoereeee ez OH Tyr 791(A)
Lys874(A)* NZ
620(E) ,Z’.:::'_::::::::= ===
485(E) (W )ooooeees
Lys844(A) NZ -
Cys801(A)* O ~—982(A) (w ="
@ Backbone sugar and base-number Hydrogen bond to DNA
@ Phosohatearoun Nonbonded contact to DNA (< 3.35A)
osphategroup 88 Water molecule and number

* Residue/water on plot morethan once
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Gly798(A) O -

Lys800(A) N 371(E)

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once

file
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Chain G ChainH

3dr3(G)* ----- .

Ser360(B) OG -
Pro361(B) ------.:=

136208 soye -

Phe3s0(B) - Asn564(B)

3dr3(G)*

Tyr391(B) N ~33(G) (W@ (B Met728(B)

- Gly729(B)

Gly393(B) =+~ S22 GInTRE)
706(G) (H)
Lys706(B
Lysw)?%?_zé;\&s () _.------Asn284(B
val3sB) N ~-212(G) o N .. N Ser735(B)
842(H)-- NZ Lys734(B)
Glu398(B) OE1 -1670(B) Y2 U 06 Ser 784(B)
GI 398 B OE2 s o
Luys7c§5()|3)* N ~961(B) ()~ - Lys829(B)
577(G) =110} 11(H)
) 270(H
Arg707(B) ”””” \\ ,,,,,,,,,, NE2 H(|(S%§)4(B)
"~~~ Asn786(B
811(G)
rrrrrrrrrrrrrrrrrrr OH Tyr791(B)
119(G)
LyegdE, @ @ 575(H)
720(G)
LysB44(B) -~ __
CysB01(B)* O ~169(G) (/)"

Key

@ Backbone sugar and base-number Hydrogen bond to DNA

ffffff Nonbonded contact to DNA (< 3.35A)
(P) Phosphate group 88

* Residue/water on plot morethan once

Water molecule and number
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Chain G ChainH

Lys800(B)

515(G) 532(H)

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once

file
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Chain | Chain J

3dr3(1)*
Ser360(C) OG ...

Pro361(C) - - - -
11e362(C) - -~~~
ASST2QHr 3(1)* <. 613(J)
A5275(C) 937(cy~ O ASn564(C)
Glu219(C) OE1 ~-907(C) 937(Ck) N Gly568(C)
IEE AR . OLeudl2(C
3dr3(1)* isszzeee-- (PR 990(C) N L$415((C))
. OD2 Asp623(C)
3dr3(1)*

.. OH Tyr708(C)
B5L(1) (s T Met728(C)
(/) 1087(C)- OD2 Asp621(C)

179(1) Lys706(C)
N Gly729(C)
Gly393(C) :z::::=- 2421383
281(1) 502(J)
(1) 266(J)
Lys705(C)* NZ 5 OG, N Ser735(C)
Val396(C) N --966(C) () ~ T - Asn284(C)
409(1)
Glu398(C) OE1 - 35(1) Ser783(C)
60(1) e nzzZiiTC
GIUSB(C) OE2 . pagy (N T OG Ser784(C)
Lys705(C)* N - 128(J)
2500) 10246}, NELYST4(C)
- NE2 His804(C)

369(J)
451(J)
157(1)

NZ Lys790(C)
OH Tyr791(C)

LysB44(C) NZ .
Cys80L(C)* O .,
Arg806(C)* NE aT()

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once

file
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Chain | Chain J

520(1)

Lys800(C) N -

Gly798(C) O ~1040(C) (v )"
296(1)

675(1)

206(J)

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once

file
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Chain K Chain L

Phe359(D)* --._
T45(K) (v e i
Pro361(D) -~

Phe359(D)* - - - - -

3dr3(K)* OP2, P =
3dr3(K)* 03 ——

3dr3(K)* 03 - 2) C S G ()

Pro3oo@)--------® - Met728(D)
5T A<

Gly3g3(D):::=::=-=-® GIn733(D)*

ooy o T Al ooy

Val396(D) *=:--. . === ASN284(D)

Lys705(D) -~~~ T N Ser735(D)
DA T <

———————— Ser 784(D)*

B [ — A<

Arg707(D) -------- SN ﬁ%ﬁggg*
-G—C~=

Lys878(D) ------- ====::::Tyr791(D)
-A T <=

Lys874(D) :======-

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once
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Chain K Chain L

Gly798(D) O - 756(IK ) (1 -wroeeerreee

LysB00(D) NZ ~BYB(K) (1 r 13) G C &

8O9(K) (1) 16-(5 C <

Tyrd9(A) -
Lys48(A) NZ .
Asn377(A) ND2 _-546(K)

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once

file



