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Chain P Chain T
113(P)* (W)
26(P) 20(T)
110(P) (Wi By
113(P)* """"""""""""" 22(T)
85(P)
180(P) 27(n)
- Ser463(A
---------------- 24(T)—— OE2 Glu466(A)
17(P) 38(T)
76(P) 16(T)—— NE2 GIn372(A)
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Lys347(A) N = T 8 AN T 693(A) << ﬁEGzlgﬁ%Al)(A)
Thr348(A) N, OGL == A AT Sl
45F) LM o Lysara(a)
50(P) 32(T)
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Key

@ Backbone sugar and base-number Hydrogen bond to DNA

@ Phosohatearoun Nonbonded contact to DNA (< 3.35A)
qsp ategroup 88 Water molecule and number
* Residue/water on plot morethan once
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Chain P

Key

@ Backbone sugar and base-number Hydrogen bond to DNA

ffffff Nonbonded contact to DNA (< 3.35A)
(P) Phosphate group 88

* Residue/water on plot morethan once

Water molecule and number
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ChanP ChainT

Val545(A)

Trp342(A) NEL . ) 29(T)
157(P) {—}:z B 26(T)- OG Ser528(A)
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LysA72(A) NZ - 605(A) OE2 Glu529(A)
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Asp427(A) OD2 -1 o Arg538(A)

Arg4ss(Ay* NH2 —84(A) ](p) 14(T)-—— O Arg517(A)*

Al

PpV579(A) 032 -

Tyr267(A) OH -
Tyr279(A) OH - 392A)
Arg275(A) NH2  ----_160(D)

Trp274(A)*
Gly278(A)
Gly306(A) N e .
Met309(A) -==-"" "~
140(D)

145(D)

Gly304(A) N -—mveeeeeeee

NE, NH2 Arg514(A)
34(T)

Chain D

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once
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