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Chain R ChainT
Argli24B) -----___
Ser251(A) = ==:::: Lys317(A)
zzz:z:: Phe252(A)
Arg476(B) --------
————————————————————— NH2 Arg857(B)
GIn481(B)
====:::: Serl1123(B)
Glu529(B) -----___ S NH2 Arg344(A)
GIn776(B) NE2 ===+ AT N Arg1129(B)
His1097(B) ==::2:: GIn447(A)
Lys979(B) -~~~ (
Argd46(A)
Asp485(A) OD1 -~ ==
Mg2001(A) -~
@ Backbone sugar and base-number Hydrogen bond to DNA
@ Phosohatearoun Nonbonded contact to DNA (< 3.35A)
osphategroup 88 Water molecule and number

* Residue/water on plot morethan once
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Chain N ChanT

Thr831(A)

Tyr836(A)

sz NH2, NHL Arg337(A)

.-~ Glul403(A)
T~ Glul404(A)

Asn1110(A) ND2

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once
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Chain N ChanT

NZ Lys122(E)

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once
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