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Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once

file



Page 2

/. NE2 GIn754(A)
e C—. 3110(C)
,,,,,,,,,,, Arg573(A
TP NH1 Arg72(A)
: 3038(C)

,,,,,,,,,,,,,, N3 2dt112(B)*

rrrrrrrrrrrrrrrrrrr NE Arg746(A)

,,,,,,,,,,,,,, N3 Ttp113(A)

T MEBTAR A

Py OG, N Ser674(A)
- NH1Arg677(A)

Key

@ Backbone sugar and base-number Hydrogen bond to DNA
ffffff Nonbonded contact to DNA (< 3.35A)

@ Phqsphategroup 88 Water molecule and number
* Residue/water on plot morethan once
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