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s Help & support
Our support team is here to help. If you have 
questions about how to use our services, use 
this form to send your message to everyone on 
the team: www.ebi.ac.uk/support

�
C Contact us
To learn more about EMBL-EBI and its mission 
to support life science research, visit our website 
or contact us to arrange a visit to the Wellcome 
Trust Genome Campus.
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Services | Research | Training | Industry

As Europe’s premier centre for 
bioinformatics, EMBL-EBI is 

a global leader in the storage, 
interrogation and dissemination 
of large biological datasets. 
  
The staggering volume and variety of data being 
generated in biological experiments represents 
a goldmine for life science research. It forms 
the bedrock for advances in all areas, from new 
medicines to food security and the preservation 
of biodiversity.

At EMBL-EBI, we see data as a critical tool 
that can accelerate research. We maintain the 
world’s most comprehensive range of biological 
databases, and are constantly working to 
provide opportunities for scientists to make the 
best possible use of public and proprietary data.

The EMBL-EBI website - www.ebi.ac.uk - 
serves millions of researchers, who are wet-lab 
and computational biologists working in all areas 
of the life sciences. Every day, our resources 
perform millions of jobs for scientists working in 
both academia and industry. 

Developed in collaboration with our colleagues 
worldwide, our databases and tools span the 
full range of molecular biology, from nucleotide 
sequences to full systems. Our services help 
scientists share data, perform complex queries 
and analyse the results in different ways.

SERVICES

www.ebi.ac.uk/services



l Literature
Europe PubMed Central  Free access to 
biomedical literature resources including: PubMed 
abstracts, Europe PMC full-text articles, patent 
abstracts, NHS clinical guidelines and Agricola 
records. These are supplemented with Chinese 
Biological Abstracts and the Citeseer database.

d Genes & genomes
1000 Genomes  A deep catalog of shared human 
genetic variation in population groups worldwide.

Database of Genomic Variants archive   
A repository for the archiving, accessioning and 
distribution of publicly available genomic structural 
variants, in all species.

EBI Metagenomics  A resource for the analysis 
and archiving of metagenomic data.

European Genome–phenome Archive  
A service for the permanent archiving and sharing 
of all types of personally identifiable genetic and 
phenotypic data resulting from biomedical  
research projects.

European Nucleotide Archive  A comprehensive 
archive of submitted nucleotide sequence-read, 
assembly and functional annotation data.

Ensembl  High-quality, integrated annotation on 
vertebrate genomes within a consistent and  
accessible infrastructure.

Ensembl Genomes  An integrating portal for 
genome-scale data from non-veterbrate species.

b Chemical biology
ChEBI: Chemical Entities of Biological Interest 
Reference chemical structures, nomenclature and 
ontological classification.

ChEMBL  An open-data resource of binding, 
functional and ADMET bioactivity data.

y Pathways & systems
BioModels  Search and retrieve published 
mathematical models of biological interest.  
Models are annotated and linked to relevant  
data resources. 

Enzyme Portal  Integrated enzyme data from 
EMBL-EBI resources. Integrated functional, 
sequence, nomenclature, substrate, product and 
cofactor data for enzymes. 

IntAct  An open-source database system and  
analysis tools for molecular interaction data. All 
interactions are derived from literature curation or  
direct user submissions.

Reactome  Navigate a map of human biological 
pathways, ranging from metabolic processes to 
hormonal signalling.

t Training
Train online  Free, web-based courses on 
Europe’s most widely used data resources, 
created by experts at EMBL-EBI and 
collaborating institutes. No previous experience of 
bioinformatics required.

g Expression
ArrayExpress  A database of functional genomics 
experiments including microarray and RNAseq 
expression data typically related to publications. 

Expression Atlas  An added-value database  
that shows which genes are expressed under  
which conditions, and how expression differs  
between conditions.

MetaboLights  A cross-species, cross-application, 
open-access, open-submission archive and reference 
database for metabolomics.

PRIDE  An archive of protein-expression data 
determined by mass spectrometry.

P Proteins: sequences, 
 families, domains & motifs
InterPro  A database for the classification of proteins 
into families, domains and conserved sites.

Pfam  A database of hidden Markov models and 
alignments to describe conserved protein families  
and domains.

UniProt: The Universal Protein Resource 
The comprehensive resource for protein sequence and 
functional annotation data.

s Molecular & 
 cellular structures
Protein Data Bank in Europe  The European 
resource for the collection, organisation and 
dissemination of 3D structural data (from PDB  
and EMDB) on biological macromolecules and  
their complexes.
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